Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.002 Å; R factor = 0.043; wR factor = 0.124; data-to-parameter ratio = 17.6.
In the title compound, C 19 H 23 N, the piperidine ring adopts a chair conformation. The phenyl rings at the 2,6-positions of the piperidine ring occupy equatorial orientations. The crystal structure features C-HÁ Á Á interactions.
Related literature
For the biological activity of piperidine derivatives, see: Nalanishi et al. (1974) . For the synthesis, see: Ponnuswamy et al. (2002) . For puckering parameters, see: Cremer & Pople (1975) and for asymmetry parameters, see: Nardelli (1983 Table 1 Hydrogen-bond geometry (Å , ).
Cg2 and Cg3 are the centroids of the C7-C12 and C13-C18 rings, respectively. Symmetry codes: (i) Àx þ 1; Ày; Àz þ 1; (ii) Àx; Ày þ 1; Àz þ 1; (iii) Àx þ 1; Ày þ 1; Àz.
Data collection: APEX2 (Bruker, 2008); cell refinement: SAINT (Bruker, 2008); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 2012); software used to prepare material for publication: SHELXL97 and PLATON (Spek, 2009). supplementary materials Acta Cryst. (2013) . E69, o1441 [doi:10.1107/S1600536813021417] 3-Ethyl-cis-2,6-diphenylpiperidine V. Maheshwaran, S. Abdul Basheer, A. Akila, S. Ponnuswamy and M. N. Ponnuswamy
Comment
Piperidine derivatives are the valued heterocyclic compounds in the field of medicinal chemistry. As an example, piperidines have been found to exhibit blood cholesterol-lowering activities (Nalanishi et al., 1974) . Against this background and to ascertain the molecular structure and conformation, the X-ray crystal structure determination of the title compound has been carried out.
The ORTEP plot of the molecule is shown in Fig. 1 . The piperidine ring adopts chair conformation with the puckering parameters (Cremer & Pople, 1975) and the asymmetry parameters (Nardelli,1983) are: q 2 =0.039 (14) Å, q 3 = 0.576 (14) Å, φ 2 = 1(2)° and Δ s (N1& C4)= 0.86 (12)°.
The planar phenyl rings at 2,6-positions of the piperidine ring occupy equatorial orientation as can be seen from the corresponding torsion angles [C4-C3-C2-C13=] 175.8 (1)° & [C4-C5-C6-C7=] -177.5 (1)°, respectively. The dihedral angle between the two phenyl rings is 64.22 (7)°. The ethyl group substituted at 3 rd position of the piperdine moiety is in equatorial oreintation.
The molecules are controlled by C-H ··· π type of intermolecular interactions in addition to van der Waals forces. The molecules are stacked one over the other while packing in the unit cell ( Fig. 2 ).
Experimental
A mixture of piperidin-4-one (10 mM), and 80% hydrazine hydrate (3.1 ml) in diethylene glycol (100 ml) was heated on a steam bath for 2 h. Potassium hydroxide pellets (2.8 g) were added to the mixture and the contents were refluxed for another 2 h. The reaction mixture was cooled (Ponnuswamy et al., 2002) . The product formed was filtered and recrystallized from ethanol.
Refinement
C-bound H atoms were positioned geometrically (C-H = 0.93-0.98 Å) and allowed to ride on their parent atoms, with U iso (H) = 1.5U eq (C) for methyl H atoms and 1.2U eq (C) for all other H atoms. The N-bound H was located in a difference Fourier map and was refined with a distance restraint; its temperature factor was refined. The crystal packing of the molecules viewed down a axis. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Computing details

3-Ethyl-cis-2,6-diphenylpiperidine
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq C2 0.1613 (2) 0.41471 (13) 0.23423 (7) 0.0495 (7) 0.0477 (7) 0.0462 (6) −0.0048 (5) 0.0039 (5) −0.0172 (5) C4 0.0736 (9) 0.0475 (7) 0.0576 (8) 0.0000 (6) 0.0069 (7) −0.0194 (6) C5 0.0725 (9) 0.0444 (7) 0.0532 (8) 0.0003 (6) 0.0024 (6) −0.0092 (6) C6 0.0534 (7) 0.0488 (7) 0.0438 (6) −0.0120 (5) 0.0022 (5) −0.0106 (5) C7 0.0521 (7) 0.0439 (6) 0.0435 (6) −0.0052 (5) 0.0022 (5) −0.0085 (5) C8 0.0607 (8) 0.0709 (9) 0.0558 (8) −0.0190 (7) 0.0106 (6) −0.0180 (7) C9 0.0776 (10) 0.0810 (10) 0.0539 (8) −0.0192 (8) 0.0214 (7) −0.0138 (7) C10 0.0784 (10) 0.0673 (9) 0.0432 (7) 0.0027 (7) 0.0035 (7 
